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Abstract; In order o sfud§ e ‘Dacterial community, eOmposmon and cone;pondmg function in Wuliangsu Like at the end of the Hetao Plain during the nngdtmn gap penod'

lake sarfples were gollected in September 2020, and The pH, TN "TP, DIR;/DIP, NH," -N, Chla, E€ SA.E‘: and other 1n(!hcal0rs were analyzed. The' 168 rRNA hlgh
throughput sequending method was used to explore the altached Phcicrialind bacterioplankton in 15 samples of:the suface water in Wuliangsu Lake. The experimentdlresults
shbwed that » @ the alpha diversity Chao and Shannon 1nd1Les of attched bacteria were greater than that ofibac terlopldnkton but lhe median of Shannoneven index was the
sathe. (@) Infeach samphng point, ‘thebacterioplankton of Proteobactelyl and Aet-rnobactena in the top five dominant bacteria phyla were higher than that of attached bacteria,

and the abundance of altached bacteria and bacterioplanktoh of Bacteroidotasivere staggered On the contrary, the contents of attached bacteria of Verrucomicrobiota and
Cye anobacteria were all highet than that of bacterioplankton. (3) Redundant analysis showed that pH had the most significant effect on dominant attached bacteria, and the effect
of conductivity and salinity in dominant bacterioplankton was the most significant. () PICRUSE2 function prediction analysis showed that attached bacteria and planktonic
bacteria had the strongest metabolic functions, showing abundant metabolic functions. There were 29 nitrogen-related effective KOs and 88 phosphorus-related effective KOs,
with the greatest nitrogen-fixing function and strong inorganic phosphorus-dissolving function, and bacterioplankton played a greater role in the two functions.

Key words: bacterial ; community structure; Wuliangsu Lake; Hetao Plain; function prediction
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Fig. 2 Variation characteristics of typical physical and chemical indexes in Wuliangsu Lake
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Table 1

Mantel test of attached bacteria and planktonic

bacteria and physical and chemical indexes

e ) R
EiL
r P r P
WT 0.197 0.771 0. 138 0. 885
pH 0. 680 0. 024 0.322 0.526
EC 0. 484 0.173 0.777 0. 007
DO 0.338 0.483 0. 659 0. 039
SAL 0. 499 0. 144 0.775 0. 006
DIP 0.118 0.928 0.241 0.703
DTP 0.434 0.301 0.424 0.320
TP 0.539 0.110 0.210 0. 759
NH," -N 0.349 0.472 0.410 0.343
TN 0.315 0. 530 0.224 0.725
Chla 0. 126 0.922 0.391 0.371
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Fig. 6 Results of prediction of bacterial community function in Wuliangsu Lake
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