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Abstract: The dl\ferSlty ‘of bacterial communifies” and*theit metabohc function in the waters' of the Weihe River Basrn are of great
significance fory water [pollution remediation , ecological restoration, and water quahtfl assessment [lumina MiSeq high= throughput
sequencing technology was applied to study the*’ba(‘terlal.{ :ommunity distribution chardcteristics after 'the ¢comprehensive treatment of the
Shaanx1 part ofl the Wethe River Basin. Furthermore "the ‘correlation'between the bacterial communities land environmental factors was
ana.lyzed liiy redundan¢y analysis (RDA), and the PICRUSL. met_h,gd was adopted to evaluate the ecological function of the bacterial
communities. The results showed that Proteobacteria, ,{_\et_inof)-acteria, Cyanobacteria, and Bacteroidetes were the main bacterial
communities in the water, accounting for 85% of the total microbial community. Additionally, these bacteria showed a significant
positive/correlation (P =0.02, <0.05) with the TP, NO, -N, NO; -N, and TN. The bacteria community richness of water samples
collected in Zaohe River was the lowest of all samples, while which in the downstream of the junction of Bahe river and Weihe river was
the highest. In addition, water in the Weihe River Basin had great impact on the endocrine systems of aquatic organisms, and also had
a possibility of infectious diseases for humans. Our research provides a theoretical basis for the safe and sustainable development of the
water environment in the Weihe River Basin.

Key words; Weihe River Basin; bacterial community ; diversity; redundancy analysis (RDA) ; metabolic function
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Fig. 1 Distribution of sampling points in the Weihe River Basin
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S2 7.8 21.2 7.92 8.60 0.77 11.61 0.37 12.74 0.08
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Table 2 Microbial diversity index for water bodies in the Weihe River Basin

FE 5 OTUs % ACE 5% Chaol $8%% Simpson F§%% Shannon $§%%
S1 4313 947 946 0.97 7.00
S2 5404 1179 1179 0.98 7.89
S3 3476 1084 1139 0.97 6. 50
4 3900 864 864 0.95 6. 68
S5 5571 1257 1257 0.98 7.94
S6 4020 886 886 0.97 6.99
S7 4208 945 936 0.98 7.47
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