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Distribution Characteristics of Antibiotic Resistance Genes in Sika Deer Farm
HUANG Fu-yi', AN Xin-li'*, CHEN Qing-lin"*, REN Hong-yun', SU Jian-giang' "

(1. Key Laboratory of Urban Environment and Health, Institute of Urban Environment, Chinese Academy of Sciences, Xiamen 361021,
China; 2. University of Chinese Academy of Sciences, Beijing 100049, China)

Abstract: Sika deer breeding is rapidly developing in South China during the recent years; however, the impact of sika deer breeding
on the abundance and diversity of antibiotic resistance genes (ARGs) in sika deer farm remains elusive. In this study, profiles of
ARGs were investigated using high-throughput gPCR technique. The results showed that the abundance of ARGs varied among different
samples in the following order, deer manure composting > deer manure > vegetable soil > pristine soil, and the profiles of ARGs in these
samples were significantly different (P <0.05). The abundance of ARGs was significantly correlated to that of mobile genetic elements
(MGEs) , implicating the potential of horizontal transfer of ARGs, which might accelerate the dissemination and enrichment of ARGs in
the environment of sika deer farm.
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Fig. 4 Absolute abundance of antibiotic resistance genes
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Fig. 5 Normalized abundance of antibiotic resistance genes
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