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Abstract: The indigenous microbial communities within the plant phyllosphere are highly diverse and include many different species of bacterias
filamentous fungi> yeasts and algae which play important ecological roles. This study was the first attempt to assess the impact of abamectin
treatments on microbial communities of broccoli phyllosphere using two culture-independent techniques of phospholipid fatty acid analysis
(PLFA) and terminal restriction fragment length polymorphism ( T-RFLP). Results showed that low concentration of abamectin treatments did
not affect the microbial biomass and microbial community structure of broccoli phyllosphere significantly. However, high concentration of
abamectin treatments significantly change the microbial community structure including a decrease of total and bacterial biomass, and a decrease
in the ratio of Gram-positive bacteria to Gram-negative bacteria> but did not change the fungal biomass. Moreover; PLFA suggested that the
number of unsaturated and cyclopropane phospholipid fatty acids ( PLFAs: 16: 1a9t, 18: 1w7, cyl7: 0 and cyl9: 0) increased with high
concentration abamectin treatment, while the saturated PLFAs i15: 0, al5:0, i16:0 and al7:0 decreased. The appearance terminal restriction
fragments (T-RFs: 58, 96, 236 and 420 bp) indicated that some bacteria might play a significant role in abamectin degradation in broccoli
phylosphere, while the disappeared T-RFs (51, 89, 99, 338, 66, 223 and 482 bp) implied some other bacteria might potentially serve as
microbial indicator of abamectin exposure.

Key words: abamectin; phyllosphere; microbial community; phospholipid fatty acid analysis(PLFA); terminal restriction fragment length
polymorphism( T-RFLP)
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