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Isolation and Identification of a Low Temperature Hydrocarbon-degrading Strain

and Its Degradation Characteristics
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Abstract: A low-temperature hydrocarbon-degrading strain T7-2 was isolated from sea-mud of Bohai polluted area and identified as Rhodococcus
erythropolis» which could use diesel oil as carbon source. The optimal temperature and pH for the strain utilizing ethanol was 15°C and 7.8,
and the optimal concentration of ethanol and the seed culture was 0.5% and 10° CFU/mL, respectively. TInoculated to artificial seawater which
was added (NH, ), S0, 2.64 ¢/LNa, HPO, 2.5 g/L and yeast extract 0.015 g/L after 7 days of culture at the temperature of 15°C, the rate of
degradation was 73.2% . The strain could degrade a large range of n-alkane from C12 to C36.
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Fig.2 Effect of biomass by temperature
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Fig.5 Growth curve of seed culture
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Fig.8 Gas chromatographic analysis of diesel oil degraded
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