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Abstfact To clanf} the i 1mp_act of the structure and funj:uon‘ﬂ)f soﬂ mlquJa,l ﬂommunltle% in the stage of abandoned fal;m'land three different stages of land abandoned 1n'('1'ese11 oasis

area\%‘.mele sélécted as the‘research Uecli We used | rnelagenqmlc .s';quencmg tech_rf‘ology to research soil mléroblal community structurg and functional diversity characteristics of
dlﬁ‘erént stéfges of "aba;ﬁ:loneg:l farmlpnd The results showed that thereafete s#;rf?{%fférences in the relative abundance of the dominant phyla Actinobacteria, Proteobacteria, and
Cemmatﬂnoﬂﬂeles n the soll of the three stages of returnlng fannland Comfiparéd with that in the early stage of abandoned farmland , the later stage of abandoned farmland restoration
increasedf Ahe gene propomon involved in Quorum sensing, porphyrin and chlorophyll metabolism, pantothenate and CoA biosynthesis, and styrene degradation, and there was a
ﬂgnlflcﬁh difference in relative abundance (P<0.035), which indicated that different stages of abandoned farmland had changed the functional potential of the nutrient cycle and
energy metabolism in soil microbial communities. The RDA results showed that EC, AK, and TN had a significant impact on the functional composition of soil microbes, and soil EC
had the greatest impact on microbial functional composition. The results showed that different stages of abandoned farmland had a significant impact on the soil microbial community
structure and functional composition. In the ecological restoration of abandoned farmland in Mingin Oasis, the sensitivity of microbial community structure and functional composition
to soil restoration at different stages should be considered using comprehensive relevant indicators.
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Fig. 1 Community structure of soil microorganisms in different stages of farmland conversion at phylum level
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Fig. 2 Analysis of the significance of species differences among
the top three relative abundance of soil microorganisms

in different stages of farmland conversion at the phylum level
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