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Aerobic Denitrification and Microbial Community Shlft in SBR Bloaugmented
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Abstract The enhanf‘ed aerobic denitrificatiof capa}"ﬁlty-" of the mixed strains YHOI + YH02 in’ ntlhzlng potassium nitrate., and the
dynafic changesun the/microbial commufiity component dunng ‘the period of operdtlon were' eleudted The microbial communlty in
different stages/of the SBR was analyzed by usmg high-, thronghput sequencing techn%gy after ‘oculation with YHOI + YHO2. #The
results showed! that the NO; -N, TN, and CJOD remov’gl efficiencies increased by, 12. 1% , 9.2%, and 9.4% , respectively! " The
reldtlx,e dbunddn(es of the microbes in the migrobial Lommunlty increased at the genus level, and_the diversity in the microbial
commimity decreased after enhancement. Pnnc1pal component” an_al-'ysw and UPGMA analysis revealed that the period of SBR operation
was roughly=divined into four phases. The relative abundgmees of Delftia and Acidovorax increased during the period of operation, and
YHO1 + YHO2 exhibited excellent compatibility with the SBR ecosystem and played an important part in aerobic denitrification.
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Fig. 2 Characteristics of denitrification by YHOI, YHO2, and YHOI1 + YH02
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