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Absﬁhct Frban wetland palki are.an important practice for, u;‘ban V\etland prote(‘lwn ap.d utilization due to the vast ecosystem service value. As emerging contaminants, antibiotic
re%lqt ce genes (*&H}%) are gTeat altractions for emlroppﬂental ref‘ arch and. 1c concerns. Based on high-throughput qPCR and high-throughput amplicon sequencing
technlqu‘e% five inves vestigated the occurrence,, abundance, and distribution pr(')'f'les of antibiotic resistance genes in the aquatic environment of Xiamen urban wetland parks (five sites).

The 1nﬂ13,c:.ncmg factors and driving mechanisms of antibiotic resistance genes were deciphered on the basis of microbial community structure and water quality. Diverse and abundant
ARGs were observed and coexisted in urban wet parks. A total of 217 ARGs were detected in the water body of urban wetland parks, with an abundance up to 6. 48 x 10 copies* ™.
Urban wetland parks were important hotspots and repositories of the antibiotic resistome. A total of nine bacterial genera, including Marivivens, NS5_marine_group, and
Planktomarina,, were identified as the potential carriers of diverse resistance genes (41 ARGs). The microbial communities could alone explain 51% of alterations in the antibiotic
resistome in the aquatic environment of the urban wetland parks. Therefore, the microbial community was the key driving force for the occurrence and evolution of ARGs in urban
wetland parks. Based on the results, with the presence of ARGs and antibiotic resistance bacteria, it is suggested that the water environments of urban wetland parks have potential
risks of water ecological security and human health, and it is necessary to further enhance the research and control of microbial contaminants in the aquatic environment of urban
wetland parks.

Key words: high-throughput; urhan wetlands; antibiotic resistance genes (ARGs) ; aquatic environment; emerging contaminants
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