W B3 a4t 512 W

( HUANJING KEXUE) ENVIRONMENTAL SCIENCE 2023 4612 A 15 H

H  R(EBX)
T G S B0 TR s X PM, , R A G ATE YR BRI oo vveerree e
......................................................... Wik, TR, B4, B, £FEHE BEE, A#A, BXD, AL, BEF (6433)
“2 +26" Tl PM, ; 5 TR TR BEARAF G R AL N 203 B REH, AEE, BAR, AT, BXF (6441)
Et(X+J§/z§ﬁIJ}:j( PMzSpC Qﬂﬁ;ﬁ];{é/ﬁ ...................................................... XIH_H,'%, ,}L&\‘&’ %M%, F}f%ﬁ, ;fﬂ‘j&’ ﬂgfﬁg (6452)
2016 ~2020 @ﬁﬁ%fﬁﬁ\é PMzsﬁ t[: ﬁ Iﬁﬂgﬁﬁﬂ:ﬁ ...................................................................................................
................................................... AT, B, MBE, VG, A, 2AY, DUK, BRE, BER, TA4E (6463)
THHITTRZE PM, AR BRIRAT +oeoveeeeeeereee e BET, BN, A%, ;&%, F?ﬂ ﬁx (6474)
K=& R PMZSEP%ihE’J}ﬂﬁEﬁﬁ&*ﬁ%*ﬁ ................................................ fﬁﬁ%}th, R %’ixﬁ Wk, ZhE (6486)
HERECR AT R I S A AR ARIES T oeveeee WE, DER, WRD, R4, RAT, HE, KB E, B, FRE (6495)
FR PM, , IR BT ST e £5) A%, $HF, 25K, TR, JE | el 2% (658)
P PG SR A ) R R T B S A NS L B RIOGRE AT BAIE]  wvververemeememmemeemme e e ﬁg@t gﬁ — 4, ﬁﬁﬁﬁ, (6518)
MK RS LTI oo WEM, B4, REL, S4B, IHE, &@@ £2% (6529)
SOHESEH DS RO R PM, | T5 U MGG TEAS oo ki, BEE, AR, BEK, ATH, 21 (6341)
SETEE BT IE 9T 53 BN 1T IFBE VOCs JARAT +vvvvvvesssvevenesn AEW, ZAY, BE, KLH, &, 6AT, AER (6551)
Hgl]yﬁﬁ]‘yﬁ]_gé VOCs J54¢ %‘ﬂ:&ﬂéﬁ%*ﬁ ...............................................................................................................
--------------------------------- ERE, ¥uR, ERR, ATH, T8, BEAE, S0E, B0F, BR, D, FAR, TE (6564)
A R T S SRR PRI oo oo %ém i%ﬁ O BE TR THE, £ (6570)
*Iﬂmﬁn?%ﬂﬁuﬁﬂ${¢ﬂqﬁ‘ E LB P 2R o eeveermeeeeene e EA?HW%’ B f £ {ﬂﬂ(}% ﬁh"ﬂk i (6586)
%qﬁjﬁ}\m[gqj(#émﬁﬁﬁ%ljgﬂﬁnr{yll SRR IER e ﬁﬂ’ﬁ“& Eﬁg@g &EE 22 (6598)
T K AL B 2 A R TS Y B E SR AT v vveeeeermemmeseme s AR, KBt ;kg%;g T, £ (6610)
B K JRAT AL 3 COUS AR BGIBHEIES JJTTAR - vereerreereeeremreemsentie s #E, AEE, #HA, é NE (6621)
ATl 2 i BT HE R 52 B T VA REH, th, BT, U, S, a%,%m 5% (6630 )
BRIT = I AR BRI S TR IR G ZE - veveveveemeesenenemscesies e BEG, pER, GEK, KW, BER (6643)
;E%mﬁﬁ}}%% —Fﬁﬂﬁ%ﬂ‘ﬂﬁﬁ CO *ﬂf? %mﬂﬂﬁg? [’] ..........................................................................................
........................................................................... %f}:@(, p;.]'c\ﬁ'/gﬁ, E/;\;HQ;;%:, QE‘/%, XIJEII/“E, E{%X, ?ﬁ%}, EEETE (6653)
E:i"iﬁr‘Tki%(ﬁiﬂ[:yﬁﬁi{h 'ﬁﬁﬁﬂFﬁiE’Jﬂé%\ .......................................................................................... ;r]”,z‘,(ﬁ’ ?ISH (6664)
j}ﬁﬁjgﬂiﬁ%%%ﬁpﬁiﬁﬁ&% u[’].? .....................................................................................................................
--------------------------- VRWE, A, AR, S, REM, REE, &, BAM, WEE, BER, BI, BEF, FAE (6680)
SO T o B 0 B e HE R, %xﬁf“ ........................................................................ Nk, PR, %, BEE (6692)
T SR WL R R 15 SRR 5 U AL oo RILHE, B, BEM, Bk, BE, §0, BNEGH, BEE, RE (6700)
O] BT Bk P K B 3 e R 4 T g L ﬂgﬁ&&@)‘u@ .......................................................................................
............................................................... iﬂ /&:W [ﬁr’iﬁk E%{% EX@H? Eijﬁ ?ﬁjﬁ? ;(]J %’T Ujg/ﬂc (6710)
/ﬁj{j}:(}ﬁ{ﬁiﬂﬁmﬁé}%mmﬁﬁ ﬂ:&m H:ﬁ/\ ......................................................... Eﬁ{/ﬁj @\]3552 ;(1in Fui]"#ﬁ (6720)
MR 52 T AT SRS BH NIK TEOR I oo BEG, T, KB, KE EWE, THE, fii (6728)
IS BB IRBERE R TG oo ERE, B, TIH, KE, BRE, BE, HT5 (M)
LIRS P SN 3 {5 S SR We, EWE, B3, BAR, #OK, KEE, Kk, NEE (6754)
FEALER I T IR KA S AE L2 P 2 v veveeeevmeereemenise s X ;%a: XM% E—nn #, 44 (6767)
EE;@ ﬁ}-ﬂﬁi&:':@]:iﬁ{?mm xuy\ﬂ:ﬁ\ ............................................................ X‘J j: ﬁﬂ:ﬁﬂ: }E]é% \K’ ):L (6778)
AR R R AL Fe * 1E LT AR R MM oo B, Bk %%ﬁ THE, ?ﬁ% Z A4 (6790)
BRAY RIE LT MRS AR PR - --%ﬁ#,%ﬁm,%%,E%,Eiﬁ,%%ﬁ %%m EEE D, 24 (6801)
NaHCO, 1 P75 B BB IR - vveeerreeesemeseresensses e B, M, B, AR, il FF (6811)
P N, P IBIE MR 0l A ILHE B FRMERE - eoeeeeee e EIHA, NHEHE, THRE, £y S8 ﬁﬂ@ ﬁﬂm %1, ?f%(@x)
ﬁl—"ﬂmmﬂ%ﬁLifﬁ%ﬁm‘{%&E&umliﬁ*ﬁ ...................................................... %ﬁ%ﬁ'\ %;1 E‘_Fbrﬁ, Eﬂ”%@, %@ ?% (6833)
R VA P - S TR B AT DUBR MR I BE B M ovveevvereeneees ¥, RTX, ﬁ%ﬁ Et? A, ﬂ%a ﬁli(ﬁﬂ)
Z?Ei%ﬁ&ffﬁﬂﬂ&&ﬁi%ﬁ/f ......................................................................................................... 7‘}”()}% (6857)
i%;ﬁg@}:ﬁS aExj‘ﬁjm&k*ﬁ}\Tﬁi%ﬁﬂ@%gﬁ%%%ﬁu@ .............................................................................................
............................................................... $%}n§’ jﬁ’ﬁﬁ}, %%, E%lg# ifL;Fa gﬁgﬂdﬁ %ﬂéﬂ % }:] Téar; (6869)
WS DRI O T S0 P Lt 5 B S B W AR AT e R, #¥k, TER, Enf, BAL, BB, 2TH (68%0)
m@ﬁﬂ#ﬁz%ﬁifﬂ)lﬁrﬁﬂﬁ{g fl: ﬁE la‘élzlj‘&m[{ﬁivm ................................................... Iﬁf ﬂﬂél ?ﬁ% ?3& ﬁﬁﬁ- gﬁﬂ( (6894)
T MGWR E’Jj:%pH{ET S )AL L LB MR AT v v evverememmemmmnmene e, B, REE, {%97): ﬁﬁfﬁ Eﬁﬂm (6909 )
TR TR R A BT S RIS Y IE B IRARHT - gﬁﬁ g;)b ANEE, EWH (6921)
T P TR 2 45 37 b BETE Y E oS JEATATT <+ evveveermereenmeenmesneeeenicniee e Kb, B, }s;;ﬁﬁ, %ﬁﬁ, ;‘ajjﬁg’ X T6T6 (6933)
0 L B KN R0 4 b b BT B A AT L BRI A AT vveveeereerereemeemiemieme e R REA EHE (6947)
AT DU G 9 T R S R B R PRI oo WEF, B, HF%, TEE, #E, EFF (695)
ﬁmﬁkﬁﬁ$%ﬁ%%®ﬁ%&£*¢Fﬁmﬂ ~~~~~~ WaEte, XiE, REE, X3, HrtaiE, AE, RHHA, K, HHE (6965)
1{@@*,}*[]%3 Xﬁ'ﬁ%;ﬁﬁTigg{%i%ﬁggimﬂm Ef‘]ﬁﬁ ur] ..............................................................................
................................................................................. BAWM, KE, EEE, FEE REF ki BE, BEk# (6973)
WG 78 A AT A R KT SRS T B BRI (IR «vvevvemveemenmnmennniiis MM, R, RE, KR, Tk, FIW (6982)
3 FEAL RIS AL S IR TR B AR S U I BIRI R JE 2R e veveesereee s
.................................................................. B ETRE, TRE, %3@}& ITHy, =58, HEE, A8, XHX (6992)
T AR B IR Y 2R SRREGH oo MR, FEHR, MEE, INEF, KRR, ELW (7004)
FARMRPRE Y R AR DI RERE IR AT v EEE, 2EM, K, REN, B, BEE (7014)
HMB RN A AR L e S B E LIRERTG I o I, EW, T4, BE, RE AFE, BHEE (7024)
1 RRBAFF 1 5 BRACIRE B M PG KRB AR BB RN wovereereeemeeseeni AN, BRI, X EH, KEFE, FEE, GMEF (7036)
(FEERIZE YA 44 35 (D003 AF) BT woererererrsrere et (7045 )

(REREVIEITIRF (6507)  (REERMP)IERIR (6620) 1R (6743, 6846, 6856)



55505

Eco-Environmental
Knowledge Web

44121 20234E12H
Vol.44,No.12  Dec.,2023

7o A %

Environmental Science

Wt E ARG T ERB N EN ST SRS

XX, ARk PHEAY, FhE B, BRGNS, S
(1. ‘Zﬂ,ltﬂﬁj(%%f%ﬂ%ﬁih%ﬁm, AKE 0500185 2. P EBERE L 5L B EY AR IR REO R hO, AK
HE050022; 3. WERHE AR B S TRR ARG, A 050018)
W O TRR DL L P A W) AR S R R, A 80 12 A 108 v it R A W TR R R e e e AR X R A
AT A e ER T b (AR ) | BRIt £ (AR ERBIR ) AT AR T ({EERR 398 ) 3 AR B A B2 - SR A A T R L T
ZAEVE | TR AT | W4 OC R BHSZ I N b AT . 45 5R R, 5O AT HE 0t 4P OM, AP, AK, TS Al EC 13
o, TR IEER T LA TS R EC 835 T, AL IR 38 bR 0 35 BRI, MR o Z2REPEMRUCR - B Rt 1 > m ™ i I > i
Wik, ER o AR i R T 2 TSR 0T R AR T . TET VRS K b a3 B B 0T A S A TR RS A AN B A
TE SRS TE 7] ( Chloroflexi ) M HiB# & A E B HEVE H F2E 58 1 ( Ascomycota) M H: A 35 Trichocladium FUGJRTE Fusarium M &L
DAL TSP A ORI A W 2R A, R EC TS WS 2k 43 R 2 X 40 T A L T B R S A DTk B R IR, SRS T
unclassified_ A4b 1 unclassified _ Chloroflexi VA } 78 £ B '] ' unclassified _ a-Proteobacteria 45 #l T8 I J& A1 1 % & ]
Trichocladium . unclassified_Chaetomiaceae . Crassicarpon , Cephaliophora F Sodiomyces %5 BT 14 )i & . %‘IE*H?Q ﬁﬁﬁﬁﬁ% g N

A S O 5 B A L 8 T RIS e , ' )

REEIR  EIEL L BEER LA LA BUEM R RUEWALL 2

HESES: X172 XEIFIRHB: A XEHS: 0250-3301(2023)12-7004-10  DOI: 10.1322.7/j.hjkx.2I02301029 Ve o
U0 v,

Microbial Dlvers1ty and Populatlon Structure of leferent Sahmzed Sonl Types in Hef)el

Province , s & JB1E K 4

LIU ¥ip- shuang N’I’U Hong-jin' , ZHAO Yang-yang" SU/Houg yong CHEN Xiao-ho* 4 HUANG Ya-liy" &
(L. Coﬂege of Enmonmenlal ‘Sciences and Engineering, H(-“bﬂ Unlwmly of' 9(1ence and Technology, Shlpaﬁlluang 050018, Chma 2. Center for Agrlcuhural Resour(’es
Reseaich, Intitute of Genetlcs and Developmental Biology i Chlnese Acddemy of Suenaea Shijiazhuang 050022 China; 3. College of Food Science and Engmeermg, Hebel
Univ ensity of .Smence and Technology, Shijiazhuang 050018 ,+China)) L ‘ r

Abstract The obJectwe of this study was to explore the mierobial dl\/erbll) dncl en‘fnmumtv composition under saline soil and to screen the salt-tolerant microbial flora from
salinization hhitats. The §oil from three different habitats ( primary salinization, secondary salinization, and healthy soil) in Hebei Province were sampled. The convention
method and high-throughput sequencing technology were used to examine the physicochemical properties and microorganism diversity. The soil chemical properties of the three
habitats were significantly different. Compared with those of field soil, the soil OM, AP, AK, TS, and EC values of greenhouse soil and TS and EC values of coastal saline soil
were significantly higher. However, other chemical indexes of coastal saline soil were significantly lower. The diversity index and abundance of soil bacteria in greenhouse soil
were the highest, followed by those in field soil and coastal saline soil as the lowest. The diversity index and abundance of fungi in two saline habitats were significantly lower
than that in field soil. The community structure of saline soil was analyzed at the phylum and genus levels. Chloroflexi and its genera and Ascomycota and its genera, such as
Trichocladium and Fusarium, were the dominant microbial groups in saline soil. EC and TS were the main factors affecting microbial diversity and community composition. EC
and TS were positively correlated with unclassified_A4b, unclassified_ Chloroflexi, unclassified_a-Proteobacteria, Trichocladium, unclassified_Chaetomiaceae, Crassicarpon,
Cephaliophora, and Sodiomyces. The results of this study lay the foundation for future research on screening microbial resources needed for saline soil remediation.

Key words: coastal saline soil; greenhouse saline soil; soil environmental factors; microbial diversity; microbial composition

TR — A R ER R A TR, e rp IR
IR A e AY T2 BT 462 DU Js 1 B = A e

SRR B/ PIvE iy i iR (X B R
WA -3 Ty e U TR AR

I B RO [ om ol U= N 1B A ES B e
HETEFRZ) 9 90077 hm® | Herp i Eh i Ak - 1224
690 Ji hm* , KA ER AL -4 140 J7 hm®' 2. Bl A
T B3 A B Bt =2 T e AR AR B A 7 A iR
IR A 1 E A U PR UETR R R 7 i A 4
(22 .

R Ve R FBCE A 2 ARz, R ek
A W) S B (0 T B AL AR A B W B R A 4
FA RN = B X A B AR Ab AR SRR, RE S AR 47 R AF £
B KGR A R i AR T A b T

A YIE TR B — A~ A AR il Ze A ) B
PR AL 37 SO R IR I aa R A A A KO
1, Xk EE B AN )38 A 38 AR B 1) - A e v
LR SR BE AT E - R AR BRI Y
SN 3240 - A8 52 04 e (0 R i 1, 2 iR Ak

s HHEA: 2023-01-05; f&ITHER: 2023-02-17
ELWH . EEESHF LTI H (2021 YFD1901004-5) 5 [db4 B
oA =l AR R T0 H (HBCT2021200208 )
EE BT XA (1994 ~ ) 2 WA A, EZHF5E 7 7 N 3R 5t
Al SRR 15 5| E-mail :2942271518@ qq. com
s B AHEVEA , E-mail zzschenxiaoho@ 163. com; huangyali2291@163. com



12 3

XVEOBAT ;b A RlER BT R A B e Uy 2 AR T S Rl e 4

7005

SR Ok 3 R T A A1 5 R
SR A TR 5 M A R R B A
TR LB, 57 300 | K SO e 1 i 4 1
E0] AR TGN T RUR R AT
. W e S AR [ N SN 1 £ R
K B, B P R R )9 S B T ke
SIS N, PR 1801 2 F e o) b fek
BRI SR A M 35 - 1 240 P 2 R
2 SERFFE T, I H 3P R 1 1T B 2 T
i, T JEERE T 1] 0 T80 4. B
SRETA L SO A0 5 06 R Y B T R LR, 2R
#0411 PTG k- o O 1B 75 B M A2 FLAT AR A
PR TR 25 FUFF 87, 900 E 0 1) A3 = o3
B 4 B A LA BT R | VAR A R
F 88 i T ) L 5. T 12 2 e 2 4 0 P S
V5l SRR A S R T IS VR A B 3
e B . -y
b e T 1 7 I AR 7 X, B b R e 4
TR 5 2R B T 1R A M 22 A R 2 AR
TELRER R S AR R 50T, 7 4 #h R AL £
STk 70 JF e, o of 5 46 350 A 3
e S X, Y £ b I RO gt
AP LI SRR S R SR Rty w
BRI L4 R, R i P B AR A

VAT 1 I 2 5 0 R A

N N PP SR AR s
AL R 9 A R TEERBE TR 99 725 e B v AL AR, S
S FTHE30E S 58 Tl BE B e 0 o B 450 1 AL,
ANFEBAT Hh I 0 25 R S B T LK
HE R AL M 0 5 B B 5 32 A
SR S X

1 #MeEHZE

1.1 FEACREE

MY A AE A 254k | R AR BRI AL LA S (i
5 AT 7 5, FE T AL AR U M U % B ) i L 1
(CS) . AL 7K B i 15 it 6% 2 AR -3 ( GS) Fnfy
SR8 EL A L P S g R R - BB (FS) axX 3 A
B e i 3 HLBEALRE VR R R AR MBS, T 2021 4F
4 AARAEA AR A B R TR PE R AE 0 ~ 20 em
FHERES  E R MRA S, A TCRE B B4
SRAE A RE SR IRAZ 16 2 5000 %, FS R IR 2 Rl
DLZRIF G SR U530 300 B 4, —30 43+
B RAT OFBE | 2 05 P R 3 Tt 1
Sy A T - 80°C WA AR, FH T M
GR/EZ- Ly

1.2 sEfbeE v B I e

FR A G 30 A 7 9 X 4 Ak 2 v R AT 4
Mrimlzg. pH RAZK L R 2.5 TRIHBAZ RN E ;
SR (EC) RAK LR 5: 1AL I E,; 44k
(TS) R HE RN ; AHLE(OM) K HE KR
AR R 5 B 2L (AN) SR FH A 1K
s AROHE (AP) SR R R S 6N R RS BT L
s AU (AK) RH ORI - KA.
1.3 11 DNA (4RO = 3 a2 I P

F A R E R A PR 7] DNA 42 B0 )
EUEAT 1 HERE S R A 4 DNA RO B DU B
DNA Ay # 4, 43 51 ffi FI 338F/806R"' Fil 1737F/
2043R"7 T Yt AT+ HEAN T 16S RNA 1) V3-V4
X FIETE ITS 1 VI XIER FFIAY 1S P 3k RN
25 wl, R 1. 29% BRAREERE L Dk R PCRT 3 7
USRI A 9 PCR SO % 5 46 5T Gl et )
LA A 7 Rl lumina NovaSeq Il 174 &5 JE 47
wosE oo ) iy &
1.4 HdEpmr < S
fii ] .‘Qlﬁlanti{ativealnsi-ghts into Microbial Ecology
(QUIMER ) - e gt 1 15 ) ) s o 3 57 M
HEFTI kDR B 06 1, R Uparse AT
FFAT R0 2 A RO 755 L 97 0 )
XGRSl OTUs, X OTUs A8 5 E 174
Pl R4 0T SR DL S 2 R4S OTU ARRIFF
5 silva B PEXT L, AT 2R G2 50 2450 T, 0 3
TEAS A3 KK P 3 (domain ) | # (kingdom) | [']
(phylum) . & (class) . H (order) . #}(family) . J&
(genus) FIFf (species) Gtit 45 FEAS A FEVE 2H A, fiff
FH QUME2 BAFXF & E Y o ZFREVEFR BTV
fli. 1 R 15 F T HERH Binary_jaccard HiEX} 3 F
A SRR AN B S R R TR EAT 32 AR BR A T
(‘principal co-ordinates analysis, PCoA ) 322 il PCoA
P, AN ) A4 5% - 498 1) B v 354 25 S R4 743 #. R
Gephi FAF-22 il TAEAH DG I 45 18, T i A [R) A 5
TRV S AL, 3 R AKX PF 4T Pearman
AEH AR, 55 40 B R B T B VA 5 R R T =2 TR Y
MIH & & K SPSS #X 1R E 47 B K 2 22 40 B
(ANOVA), R B & w17 8 8 (P <
0.05) , LA R AEBE N 1 e 35 IR+ Sl 2k W e
TR Z B 22 5

2 ZERE5HH

AR AR B SR AR A~ 1 o 2 5 e B
TG A i R A 48 | 0 R Tt A A ek e
TR E AR R 225 (R 1) 0 T LR

2.1



7006 7D 53

oo 44 %

OM ., AN, AP il AK iX 4 NMEARAC U, 35 k15t 1 15
e, HR O K I -5 it + A FR 50 IR S
HRIsitE A AP R AK 53 TR H R I 1 4
Wit - A K A 0 (OM) 43 51 A (31,41 =
9.48) g-kg ' F1(29.20 +4.39)g-kg ™", W E = T UL
+HE(P <0.05). TS Fl EC S e +-3E£R L REBE |3 4>
A B R TS i AR BRI R it 3 | U

HHERIIC 3, it RN - TS 43y
HKHI3E0 5. 90 £5H01 3. 80 i, =& Z IA] ¥ 5 i 5 2%
(P <0.05).3 FhHIER EC 5 TS S ash—5, %
HECBEHi b ) 3= 2R b s a2, b il + R
HHE B 1 R R IR IR
pH FH = BIMIAR UK A i 18 K 4 8 Fn i i +
e b A S I R W

®1 FEEELEHLFER"

Table 1 ~ Chemical properties of soils in different habitats
w(OM) w(AN) w(AP) w( AK) w(TS) EC
il -1 -1 -1 -1 -1 -1 pH
/g-kg /mg-kg /mg-kg /mg-kg /g kg /RS- cm
P ke 8.89 £2.69b 155.07 +42.29a 4.43 £1.51b 204.42 +31.15b 3.04 £0.40b 530 +71.08b 8.33 £0.25a
KHEEHE  29.20 +4.39a 163.89 +35.52a 53.67 +48.90b  263.41 £192.96b 0.80 +0.08¢ 140 £14.47¢ 7.88 £0.10ab
Wi -3 31.41 £9.48a 169.98 +44.60a 258.92 +67.19a  535.33 £16.04a 4.72 £0.64a 825 +108.29a 7.68 £0.38b
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Table 2 The « diversity of microbial flora in different soil samples
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OTUs #(H ACE 8%k Chaol 8% Simpson F5%%  Shannon f8%% PD_whole_tree 5% HiG%R/ %
TEHE L 432.33 £71.49¢  432.47 +71.67¢  432.40 £71.58¢  0.99 £0.00a 8.16 £0.24b  28.73 £2.35b 100
M KINEHE 568.00 +8.72b  568.69 £8.50b  568.58 +8.63h  1.00 +0.00a 8.64 +0.06a  31.06 +1.19b 99.99
Bejiti 3% 796.33 +45.35a  798.19 £44.94a  802.66 £45.07a 1.00+0.00a 8.86 +0.27a 43.40 +1.59a 99.97
4% 100.00 £6.00b  100.07 +6.11b  100.00 £6.00b  0.62 £0.02¢ 2.90 +0.20c¢ 21.75 £1.45b 100
H KHEHE 130.00 £20.52a  131.35+20.62a 131.33 +21.0la 0.96 +0.0la 5.48 £0.38a  25.74 £2.28a 100
Poii 3% 119.33 £5.51ab  120.01 £6.29ab  120.00 =6.56ab 0.91 +0.00b 4.65 0. 18b 15.66 £0.72¢ 100
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