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Characteristics of Antibiotic Res1stance Genes Dlstrlbutlon in ' Different’ Types of

Agricultural Land Soils in nghly Cultlvated Hilly Areas ¥ 4 U

CHEN Rui! CHENC Jlan hua'** | TANG Xiang- yu f B~ __,,-"" ¥ ;5 " ) &

(1. State Ke\ [ﬂboratorv of Sublroplcal Silviculture ,.-Schoalof Forestry aﬂd Blotechnolog\ , Zhejiang A&F University, Hangzhou 311300, China; 2. Key Laboratmy -ﬁfJ
Mountain Surface Processes and Ecological Regulation} Instltute of Mountain* Haza1da and Environment; Chngse Academy oﬂ Sciences and Ministry of Water Resourcea

Chengdu 610041, China) J'I

Abstraet: To/ characterize Fne distribution of antibiotic! resistance genes( ARGa) i dlfferent types of agricu tural soil in highly cultivated hilly areas, the abundance and
diversity of ARGs in vegetdble orchdrd and arable soils were analyzed m“thls gj.udy The results showed that 70 ARGs and four mobile genetic elements (MGEs) were
detectéd it all Soil samples with B-lactam cphA-01 being the most abundant genes in the agricultural soils. In vegetable and orchard soils, the main ARG subtypes were cphA-

-

01 and cma(A) genes, whereas the mexF and aacC genes were predominant in cropland soils. The relative abundance and diversity of soil ARGs showed that cropland <
vegetable land < orchard, which was related to the nutrient conditions of different agricultural soils. Similarly, the relative abundance and diversity of MGEs were lowest in
cropland, whereas their highest values were detected in vegetable and orchard soils, respectively. The significant positive correlation( P <0.05) between the abundance of soil
MGEs and ARGs suggests that horizontal gene transfer may facilitate the spread of antibiotic resistance in the agricultural soils in highly cultivated hilly areas.

Key words: highly cultivated hilly areas; agricultural land; antibiotic resistance genes( ARGs) ; mobile genetic elements( MGEs) ; high-throughput QPCR ( HT-QPCR)
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Fig. 4 PCoA analysis and Venn diagram analysis of ARGs in the soil samples of different types of agricultural land
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