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Effect of the Process of Returmng Farmland to Forest 1n the Loess Hllly Area on Sml
.“ ‘]
Fungal Commumtles 4 /, ; J,‘-’ /7 &) ) €
o J
ZHANG Lei' WANC Qlang YANG Xin-yue® , i ]un plng W /
(L. Schgol of Econgiics and Manac'enlenl Taiyuan Normal Um\ eml\ szhong 030619, China; 2. Sehbol of ife Science, 9hanx1 University, Taiyuan 030006 Chlna)
Abstract; The conyersion of farmland to forest significantly dffeds soll {dﬁlerldl communities in the Loess Pldtedu “However, how soil fungal communities respond to the
convetSion of | famland to forest is not yery clear in this regions To illustrate the problem, ithe loess hilly area localed in Jiajiayao, Yetyu County, Shanxi Province was taken
as the study area, ‘and®oil from farmland ( growing com and. millet }ahd arﬁﬁfti-z!l Ifotest ( growing sea buckthom and Caragana) were sampled. Based on 18S rRNA high-
throughpuf seqiencing, the effect of the conversion of farmland to forest o soil fungal communities was investigated. Ascomycota dominated (61.03%-78.06% ) in both
farmland and forest soil, followed hy Mucoromycota (12.11%-17.13% ) and Basidiomycota (6.15%-18.42% ). The relative abundance of other fungal phyla, such as
Chytridiomilcola, was low. At the genus level, the conversion of farmland to forest significantly affected the abundance of Chaetomium, Mortierella, Fusarium, and
Geoglossum. Plant pathogenic fungi belonging to Fusarium were enriched in farmland. The results of non-metric multidimensional scaling (NMDS) and analysis of similarity
(ANOSIM) showed that the conversion of farmland to forest significantly affected soil fungal communities in the hilly area of the Loess Plateau. Differences in the community
structure were closely related to changes in soil physicochemical properties. Available phosphorus was particularly the main driving factor affecting soil fungal communities.
These results can provide scientific references for the ecological henefit evaluation of vegetation restoration in the loess hilly area.

Key words: the conversion of farmland to forest; soil fungal communities; high-throughput sequencing; available phosphorus; the Loess hilly area
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Fig. 1 The « diversity of soil fungal communities in different sampling plots
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Fig. 3 Relative abundance of soil fungal communities in different sampling plots
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Fig. 5 Relationship analysis between soil fungi and soil physicochemical factors
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