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Contrasting Analysns of Mlcroblal Communlty Composmon in the Water and
Sediments of the North Canal Baseﬂ on 16S rRNA/ ngh Throughput Sequencmg.

PENG Ke!. DONG Zhl Pl Yan- -ming’ , GUO deO yu ﬂ"f -'J. d / .
(1. College of Resoulce Envitonment and Tourism, Capltal Nmmal Umxersnty i Beumg 100048, China; 2, Sohooj’qf Life Smences Peking University, Beijing 100871, Chlna
3. Beijing North Canal Management Division, Beijing 101100 Chmd) 4 y 4

Abstr%pt Asfthe bridge of'pollutant exchange between %edlments and aquallo ecosysiems, microorganisms play an unpomnl role in material circulation. However, there are
few (‘omparaﬁve studiesrof microorganisms in water and sedlment of urbin rivers Withsimconventional water supply, sluice dam , and lining closure. The highly artificial area of
Beijing-Tianjin=Hebei section of the North Canal was chosen for this study=We analyze the differences of microbial community composition in water and sediment using high-
throughput gequencing. The results show that the microbial communities in the sediments of the North Canal have higher a-diversity than those in the water. With regards to 8-
diversity ; the similarity of microbial communities in the water is higher than that in the sediment. There is no significant difference in the abundance of Proteobacteria between
water and sediments. The abundance of a-Proteobacteria, Actinobacteria, Cyanobacteria, and Verrucomicrobia was higher in water than that of sediment, while the abundance
of y-Proteobacteria, 8-Proteobacteria, Chloroflexi, Firmicutes, and Acidobacteria was higher in sediments than that of water. Aerobic or facultative anaerobes dominated the
microbial aquatic system, while anaerobes dominated the sediments. The risk of bacteria releasing pathogens from the sediment into the water habitat is high. The research
results provide a scientific basis for revealing the mechanism of microbial community change under river pollution risk in highly artificial reclaimed water.

Key words: microbiology ; water; sediment; diversity; community structure ; linear discriminant analysis of effect size
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Fig. 1 Sampling locations in the North Canal River
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Fig. 2 NMDS analysis of different classification levels of microbial communities in the water and sediments of North Canal River
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Fig. 5 Linear discriminant analysis effect size histograms and cladograms for the comparisons of water community versus sediment community
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