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Abstract As an] indlspensable part of the Méolan” karst, forest soil microorganism$, eukaryotic microbes play an 1mp0rtant role®in
ecosystem materlal and energy flow. To 1nve%t1.gate the (‘01’np0§1t101’1 and diversity qf soil eukar!yotlc microbial communities under
dlfferent succession stages in the Maolan karst rforebt we explored the diversity and domposition of soil eukaryotic microbes undér “four

shrub# forésts (GML),, bushes (GMC),

sticcession &tages of (primary forests ( YSL)
%equg;l(’mg (HTS) of the 188 rDNA. The results %howed that- the seomposition of soil eukaryotic microbial communities was similar in

“and grassland (CD) via high-throughput
different suc(;essmn stages under different classlflcatlon leyels There was a significant difference in o diversity, Shannon, and
Simpson’siindices at “different stages of succession as follows: YSL > GMC > GML > CD. The non-metric multidimensional scaling
analysis'Showed that there were differences in the soil eukaryotic microbial community structure at different succession stages. The
linear discriminant analysis effect size (LEfSe) analysis showed that the number of differential indicator species in YSL was higher than
in GML, GML, and CD. The results of our study provide a theoretical basis for further research on soil eukaryotic microorganisms in
different succession stages.

Key words : Maolan karst forest; succession stage; 18S rDNA; eukaryotic microbes; diversity
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