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Effect of Simulated Climate Warming on Microbial Commumty and Phosphorus

Forms in Wetland Soils . e =

4
TENG Chang-yun', SHEN Jian-guo’ ,»WANG; Zhong , WANG Hang', L1 Hong vi', ZHANG Zhl—Jlan 4 4
(1. College of EnVlronmental and Resource/Sciences, Zhe]la.ng Unlvermty, Hanvzhou 310058 , Chlna 2. Yuhang Distriet Agncultural

~

Zhejlang Unlvemlty, Hangzhou 310058, Chlna) -""f "'

Abstract; Mlcrof)lal commumty and phosphoru% forms in responﬂe to simulated, (ln}iate warmmg were studied by high- throughput

Ecology and Pldnt Protectlon Management Stdtlon Hangzhaﬁ 311100 China; 3 Chma. Adeemy of West Region Development

sequencing and P nuelear magnetic resondnce(”l’ NMR) respectively, which wére from wetland soils in constructed micrgeosm
Polumn% The results-revealed that relative abundanqe@ of Firmicutes, Clostridia, Clostridiales, Clostridiaceae and Clostridium were
ﬂlgnlﬁ’cantly decreased by 65% -98% , 69% -87% ,|67% - 87 %, . 73% 97% and 74% -93% under warming condition respectively,
suggesting warmm‘g had a*$ignificant inhibitory effect”on the. bacterldl lineage from Firmicutes to Clostridium at different taxonomic
level! Part;vularly principal coordinate analysis and clusfer analy%l@ also demonstrated warming had a significant effect on microbial
communilt}; structure with obvious separation of samples between control and warmed groups from each wetland column site. Phosphorus
forms were dominated by phosphomonoester and orthophosphate in each wetland column soil, which were significantly increased and
decreased by 275% and 20% in XX wetland column soil respectively. Similarly, phosphomonoester and polyphosphate were also found
to be increased and decreased by 85% and 49% in JH wetland column soil respectively, indicating that phosphorus forms in response
to warming had soil heterogeneity. Canonical correspondence analysis showed that obvious changes in microbial community composition
had significant effects on phosphorus forms under warming condition.

Key words: microcosm; climate warming; microbial community; phosphorus forms; high-throughput sequencing; *P-NMR; wetland

soils
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