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Effects of Multi-stage Strengthening Inoculation on Bacterial Community
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Abstract: Effects of multi-stage strengthening inoculation on bacterial community diversity were analyzed using PCR-DGGE method in
municipal solid waste composting combined with Cluster analysis and changes of Shannon-Weaver index, and the changes of
lignocellulose’s degradation rate were also detected during the process. The results showed that Multi-stage inoculation of composting
can improve the temperature of cooling and the secondary fermentation period. And the hemicellulose, cellulose and lignin degradation
rate increased by 7.19% ,10.89% and 8.98% compared to general inoculation composting. The analysis of bacterial community
diversity indicated that the diversity index of the two inoculation showed significant differences, the microbial inoculation could live well
in the pile. It could avoid competition between different inoculated agents and competition between inoculated and indigenous
microorganisms, and could improve bacterial community diversity during composting especially for maturity stage. It could speed up the
composting process of stabilization.
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Table 1  Some basic characteristics of composting materials
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Fig. 1  Schematic figure of device structure of two room
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Table 2 Blast results of the band sequences

G R HLEE R 060 i
A GU996482.1  Uncultured bacterium clone MNO302B8 97
B X58198. 1 H. obtusa 16S rRNA gene 95
C DQ413143.1  Hydrogenophaga sp. EMB 7 98
D HMS830860.1 Uncultured bacterium clone nby485e03 ¢l 96
E  FJ599513.1 Clostridium thermocellum strain CTL-6 98
F AB084065.1  Bacillus sp. MSPO6G gene 99
G AB298562.1  Uncultured compost bacterium 99
H AY466703.1  Bacillaceae bacterium NS1-3 16S 98
I AM268424.1  Bacillus sp. HB5 97
J  DQ839147.1  Clostridium sp. enrichment clone Lace 95
K AB507775.1  Uncultured Firmicutes bacterium 96
L FN563151.1 Uncultured bacterium 96
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