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Abstract A microbial community with the stable ability of effectively decomposing wheat stalks was constructed at room temperature under
aerobic conditions by the method of restricted cultivation. The degradation ability of the microbial community shows that when performed in 100
mL improved CMC liquid medium the depth and diamerer of the fluid level were 2 ¢cm and 9 em it kept higher degradation efficiency with
capability of decomposing straws of 66.1% during the initial six days. By the tenth day of decomposition the degradation ratio was slowly up to
77.0% . Analysis of the components of wheat stalk 1.86 g showed that the cellulose lost 0.78 g hemicellulose lost 0.16 g and lignin lost
0.24 g. The composition diversity of the microbial community shows that 13 genera of microorganisms were identified by the technologies of
clone library and isolation of pure strain. The results indicated that the dominate genera were Hydrogenophaga Pseudomonas Bacteroides and
Clostridium taking up 78 % in one hundred of positive clones. Phylogenetic dendrogram indicates that the relations among clones and isolated
strains and their closest relatives presented certain distances both Isolated 7 FJ439527 and Clone 86 EU834839 were closely related to
Pseudomonas xiamenensis .
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Fig.4  Zymogram of agar gel electrophoresis of 11 clones FJ439527 Clone 86 EU834839
1 16S rRNA
Table 1  Blast consequence for clones and isolates according to 16S rRNA gene sequences
/ 1%

Clone 11 EU834832 Clostridium sp. 9B4 AY554416 100
Clone 26 EU834834 Uncultured anaerobic bacterium AY953246 98
Clone 29 EU834836 Acholeplasma sp. EUS517562 88
Clone 39 EU834837 Alkaliphilus oremlandii OhILA CP000853 98
Clone 49 EU834838 Clostridium sp. strain P6  AY949857 89
Clone 62 EU834840 Myxococcales bacterium Gsoil 47 AB245340 87
Clone 71 EU834842 Clostridium sp. pandaD AY957603 91
Clone 19 EU834835 Uncultured Tissierella sp. AB331483 98
Clone 86 EU834839 Pseudomonas sp. C10-2 DQO88664 95
Clone 13 EU834833 Bacteroides sp. 22C AY554420 95
Clone 69 EU834841 Hydrogenophaga sp. TR7-01 AB166886 98
Isolated 1 FJ439521 Enterococcus sp. R-25205 AMO084029 100
Isolated 2 FJ439522 Jonesia sp. TUT1016 AB098584 99
Isolated 3 FJ439523 Alcaligenes sp. PGBS001 EU622578 100
Isolated 4 FJ439524 Brewundimonas diminuta strain HPC 1017 AY948228 98
Isolated 5 FJ439525 Alcaligenes sp. bl6 EU434562 95
Isolated 6 FJ439526 Bordetella sp. D9-5 AM403215 98
Isolated 7 FJ439527 Pseudomonas sp. C10-2 DQO88664 100
Isolated 8 FJ439528 Thauera sp. PIV-1 AJ505850 96
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