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Rapid Quantitative Detection of Sulfate Reducing Bacteria in Qilfield

WEI Li> MA Fang, WANG Ji-hua, ZHAO Li-jun
(School of Municipal and Environmental Engineering, Harbin Institute of Technology, Harbin 150090, China)

Abstract: It take long time and high cost to measure sulfate reducing bacteria (SRB) in wastewater of oil field. A rapid quantitative method was
developed by combining polymerase chain reaction(PCR) and most probable number( MPN) to measure sulfate reducing bacteria (SRB) in
wastewater of oil field. The bacterium solution was directly prepared from wastewater for PCR amplification, which ensured quantitative
accuracy. Reaction system and amplification condition were designed using universal primers DSR1F and DSRSR of dissimilatory sulfite
reductase in SRB. The result show that the accuracy of this method is two magnitude higher than that of MPN. The whole measuring process
take 3 ~ 4 hours and the reproducibility of this method is extremely stable, being fit to practical process.
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1 CCCACTGGAA GCACGGCGGC ATCGIGGGTIG TIGTTCGGTTA CGGCGGCGGC GTTATCGGCC 60

61 GTTACTGCGA CCAGCCCGAA ATGCICCCCG GCGTGGCGCA CTTCCACACC ATGCGTGIGG 120

121 CCCAGCCTTC CGGCAAGTAC TACCACAGCA AGTTCCTGCG CGACCIGTGC GACATTIGGG 180

181 ATCIGCGTIGG TTCTIGGTCTG ACCAACATGC ACGGCICCAC CGGCGACATC GTICTCCICG 240

241 GCA 243

1 514 DSRIF 71 DSRSR # & A9 551
Fig.1 Amplification sequence of primers DSR1F and DSRSR
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Fig.2 Agarose gel (1.2%) electrophoresis of DSR-MPN-PCR method from No.1 to No.7 diluting gradient
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